. Plots representing the shifts in the BD of total DNA in each density fractions in glass vials incubated with 13 C-labeled bicarbonate for 2.5-month period. Red colored dashed lines with circles represent the control ( 12 C-labeled fractions) and blue colored continuous lines with triangles represent the experiment ( 13 C-labeled fractions). The x axis shows the CsCl density of all fractions and the y axis represents the relative abundances calculated from their maximal abundance. The two separate peaks in the 13 C-labeled incubation likely derive from (1) unlabeled DNA from plants and detrital extracellular DNA (unlabeled peak to at ca. 1.70 g mL -1 ) and (2) labeled DNA from actively growing microbes and their consumers (labeled peak at ca. 1.72 g mL -1 ). Supplementary Fig. 2 . Archaeal and bacterial amoA gene copy numbers per gram sediment in labeled and unlabeled incubation settings. Note that archaeal amoA genes were more abundant than bacterial amoA genes in freshwater sediment with the average AOA:AOB ratio of ~15 in the incubation amended with 13 C-labeled bicarbonate and ~19 in the incubation amended with 13 C-enriched organic matter for 1 week period.
. Plots representing the shifts in the BD of density fractions in glass vials and petri dishes. Red colored dashed lines with circles represent the control ( 12 C-labeled fractions) and Blue colored continuous lines with triangles represent the experiment ( 13 C-labeled fractions). The x axis shows the CsCl density of all fractions and the y axis represents the relative abundances calculated from their maximal abundance. Gray shading and symbols filled with black color indicate the fractions used for sequencing. Abbreviations: BD, buoyant density, DNA mea., lines plotted based on DNA measurements, qPCR, lines plotted based on quantitative PCR, H., Heterotrophic.
